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Step 2: Extract and Organize Volumes (FreeSurfer)
Highlighted portions of the instructions may require you to make changes so that the commands work on your system and data.
Get the volume of each structure for each subject from FreeSurfer
The following script will extract and organize each of the volumes measures of the subcortical structures. The script assumes that your FreeSurfer output are organized in a standard way:
{Parent Folder} ( {Subject1} ( {FreeSurfer Output Folders}


              ( {Subject2} ( {FreeSurfer Output Folders}

                             …

cd /enigma/Parent_Folder/
bash

echo "SubjID,Lthal,Rthal,Lcaud,Rcaud,Lput,Rput,Lpal,Rpal,Lhippo,Rhippo,Lamyg,Ramyg,Laccumb,Raccumb,ICV" > LandRvolumes.csv

for subj_id in `ls -d subj*`; do #may need to change this so that is selects subjects with FS output

printf "%s,"  "${subj_id}" >> LandRvolumes.csv

for x in Left-Thalamus-Proper Right-Thalamus-Proper Left-Caudate Right-Caudate Left-Putamen Right-Putamen Left-Pallidum Right-Pallidum Left-Hippocampus Right-Hippocampus Left-Amygdala Right-Amygdala Left-Accumbens-area Right-Accumbens-area; do
printf "%g," `grep  ${x} ${subj_id}/stats/aseg.stats | awk '{print $4}'` >> LandRvolumes.csv

done
printf "%g" `cat ${subj_id}/stats/aseg.stats | grep IntraCranialVol | awk -F, '{print $4}'` >> LandRvolumes.csv
echo "" >> LandRvolumes.csv

done
